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Almeida, A.M., see Cosso, R.G. 315

Al-Shawi, M.K., see PhiLe, N. 41

Altendorf, K., see Aldag, I. 26

Althage, M. and Rydström, J.

Cross-linking of transmembrane helices in proton-translocating

nicotinamide nucleotide transhydrogenase from Escherichia

coli. Implications for the structure of the membrane domain

170

Althage, M., see Karlsson, J. 186

Alves-Guerra, M.C., see Couplan, E. 253

Alves-Guerra, M.-C., see Pecqueur, C. 258

Alziari, S., see Debise, R. 324

Anderka, O., see Stroh, A. 73

Anderka, O., see Ritter, M. 227
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Bartoschek, S., Luca, S., Dröse, S., Brandt, U., Roy D.Lancaster, C.,

Baldus, M. and Griesinger, C.

Conformations of the ubiquinones in the doubly occupied Qo/Qp-pocket

of the cytochrome bc1 complex provided by solid state NMR

measurements 216

Bathany, K., see Paumard, P. 51

BazJackson, J., see Singh, A. 202

BazJackson, J., see vanBoxel, G.I. 204

Beattie, D.S. and Fang, J.

Production of superoxide radicals by alternative NADH dehydro-

genases of yeast and trypanosome mitochondria 173

Beauvoit, B., see Deveaud, C. 151

Behrendt, M., see Jarmuszkiewicz, W. 290

Belevich, I., Verkhovsky, M. and Wikström, M.

Proton pumping on cytochrome c oxidase re-reduction 80

Berhe, A., see Lundh, K.I. 257

Bernard, B., see Pflieger, D. 153

Bernardi, P., see Milanesi, E. 325

Bernardi, P., see Penzo, D. 326

Bertsova, Y.V.

The role of different respiratory chain enzymes of Azotobacter

vinelandii in the respiratory protection 141

Bessoule, J.-J., see Priault, M. 294

Bi, Y., see Cipriano, D.J. 18

Bigard, A.X., see Couplan, E. 248

Bighetti, E.J.B., see Oliveira, H.C.F. 299

Blanck, T.J.J., see Mastronicola, D. 308

Blasco, F., see Magalon, A. 66

Bloch, D.A., see Gopta, O.A. 230

Bloch, D.A., see Gopta, O.A. 243

Boekema, E.J., see Lolkema, J.S. 38

Bogachev, A.V., Ruuge, E.K., Wikström, M. and Verkhovsky, M.I.

Kinetics of the spectral changes during reduction of the Na-motive

NADH:quinone oxidoreductase from Vibrio harveyi 210

Bohmont, C., see Cecchini, G. 126

Boltz, K., see Frasch, W.D. 22

Bonnefoy, N., see Duvezin-Caubet, S. 19

Bonnefoy, V., see Brasseur, G. 217

Borghese, R., see Borsetti, F. 242

Borisov, V.B., Rappaport, F., Zhang, J., Gennis, R.B. and Konstantinov, A.A.

Heme–heme and heme– ligand interactions in a binuclear cytochrome

bd oxygen-reducing site studied by nanosecond laser absorption

spectroscopy 113

Borsetti, F., RobertaRandi, M., Borghese, R. and Zannoni, D.

Reduction of tellurite to elemental tellurium and its effect on both

membrane redox components and electron transport of Rhodobacter

capsulatus photosynthetically grown cells 242

Borutaite, V., Jekabsone, A. and Brown, G.

Nitric oxide and calcium together inactivate mitochondrial complex I

and induce cytochrome c release 277

Bostina, M., Zickermann, V., Brandt, U. and Radermacher, M.

Subunit arrangement in Complex I: an immuno-electron microscopy

study 174

Bostina, M., see Peng, G. 198

Bostina, M., see Zickermann, V. 207

Boubekeur, S., see Påhlman, I.-L. 159
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Three-dimensional map of a plant V-ATPase based on electron

microscopy 15

Douette, P., Duyckaerts, C., Galleni, M. and Sluse, F.E.

Heterologous expression of the uncoupling protein: his tagging or

fusion with MBP to improve the purification of the recombinant protein

251
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Gennis, R.B., see Morgan, J.E. 95

Gennis, R.B., see Namslauer, A. 97

Gennis, R.B., see Borisov, V.B. 113

Gennis, R.B., see Barquera, B. 172

Genswein, R., Eger, O., Stolz, M., Kagawa, Y. and Schäfer, H.-J.
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Proton translocation catalyzed by Paracoccus denitrificans NADH:qui-

none oxidoreductase (NDH-1) 209

Groß, R., see Haas, A. 130

Gromet-Elhanan, Z., see Tucker, W.C. 27

Gross, R. and Simon, J.

Characterization of the respiratory nitrate reductase of Wolinella

succinogenes 139

Groth, G., Hisabori, T., Lill, H. and Bald, D.

Engineering F1-ATPase from the thermophilic Bacillus PS3 sensitive to

the phytophathogenic inhibitor tentoxin 13

Gu, G., see Morgan, J.E. 95

Guerrero, K., see Saks, V. 305

Guevara Flores, A., see del Arenal Mena, I.P. 281

Guigas, B., Chauvin, C., Fontaine, E. and Leverve, X.

Metformin prevents the mitochondrial permeability transition-induced

cell death in KB cells 288

Gustafsson, L., see Aguilaniu, H. 147

Gustafsson, L., see Påhlman, I.-L. 159
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Hägerhäll, C., see Roth, R. 200
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Namslauer, A., Pawate, A., Aagaard, A., Gennis, R.B. and Brzezinski, P.

Alteration of the thermodynamic properties of the D-pathway in

cytochrome c oxidase results in uncoupling of proton pumping from the

oxygen reduction activity 97

Nantes, I.L., see Cosso, R.G. 315

Napoli, E., see Dabbeni-Sala, F. 156

Nartsissov, Ya.R., Toueva, A.S., Varbuzov, A.A., Burbenskaya, N.M. and

Komissarova, I.A.

Glycine can decrease the amplitude of the calcium-induced swelling in

brain mitochondria 319

Nasu, H., see Sakamoto, J. 103

Navet, R., Jarmuszkiewicz, W., Sluse-Goffart, C.M. and Sluse, F.E.

Energy conservation and dissipation in mitochondria isolated from

tomato non-ripening mutants (nor, rin, Nr) during development in

plants: comparison with wild-type and effects of ethephon 298

Nazaret, C., see Aimar, M. 295

Nazarova, G.N., see Galkin, M.A. 24

Nedergaard, J., see Shabalina, I.G. 262

Netrusov, A.I., see Strom, E.V. 117

Neudecker, S., see NorbertGellerich, F. 285

Neuhaus, D., see Kellas, F.A. 31

Neuhaus, D., see Kellas, F.A. 33

Neuhaus, D., see Silvester, J.A. 48

Nicolas, G., Richard, R., Axel, M., Gérard, G., Joel, W. and Francis, B.

Escherichia coli nitrate reductase A (NarGHI): identification of quinol

binding sites 124

Nilges, M.J., see Barquera, B. 172

Nishio, K., Iwamoto-Kihara, A., Wada, Y. and Futai, M.

Subunit rotation of ATP synthase embedded in membranes: a or h
subunit rotation relative to the c subunit ring 42

Nixon, P., see Jassal, J. 237

Noguchi, S., see Sakamoto, J. 103

Nogushi, S., see Kurokawa, T. 223

Norbert Gellerich, F., Deschauer, M., Chen, Y., Müller, T., Neudecker, S.

and Zierz, S.

Genotype–phenotype relations in skeletal muscle of patients with

deletions and point mutations of mtDNA 285

Nouette-Gaulain, K., see Franc�ais, S. 162

Nyström, T., see Aguilaniu, H. 147

Nyström, T., see Hlavatá, L. 327
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Rauhamäki, V., Wikström, M. and Puustinen, A.

Purification and characterization of the alternative cytochrome c

oxidase from Rhodobacter sphaeroides 101

Rebstock, J., see Kunz, W.S. 189

Redding, K., see Lucas, M.-G. 136

Remacle, C., see Cardol, P. 199

Remacle, C., see Cardol, P. 233

Rial, E., see Tomás, P. 261

Rial, E., see Jiménez-Jiménez, J. 266
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Schönfeld, P., Schüttig, R. and Wojtczak, L.

Release of Mg from mitochondria by long-chain fatty acids in alkaline

saline media 309
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